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Supplementary Materials and Methods
Human DNA extraction and analysis
Human DNA was extracted from skin swabs (A, B, C, D, E, F, G, H, I, L, M-skin) and glass swabs (A, B, C, D, E, F, G, H, I, L, M-glass fingerprint) using the “ChargeSwitch® Forensic DNA” (Invitrogen by Thermo Fisher, Waltham, MA, USA) kit specifically developed to extract human DNA, following the manufacturer’s instructions and recommendation from Tozzo et al. [1]. DNA was quantified using NanoDrop One Microvolume UV-Vis Spectrophotometer (ThermoFisher Scientific, Waltham, MA, USA). 1 ng of DNA was amplified using the AmpFℓSTR NGM Select PCR Amplification Kit (ThermoFisher Scientific, Waltham, MA, USA) following the manufacturer’s instructions in a GeneAmp PCR System 9700, 96-Well Gold-Plated (Applied Biosystems, Foster City, CA, USA). The amplicons analysis was conducted on a 3130 Genetic Analyser (Applied Biosystems, Foster City, CA, USA), following the standard parameters suggested in the handbook of the kit (HIDFragmentAnalysis36_POP4_1; Injection conditions: – 3 kV/5; Dye Set G5). 50 RFU were chosen as analytical and stochastic thresholds. The final genotyping results were produced using GeneMapper ID Software Version 3.2 (Applied Biosystems, Foster City, CA, USA).

Supplementary references: 
[1]	Tozzo, P.; Giuliodori, A.; Rodriguez, D.; Caenazzo, L. Effect of Dactyloscopic Powders on DNA Profiling from Enhanced Fingerprints: Results from an Experimental Study. Am. J. Forensic Med. Pathol., 2014. https://doi.org/10.1097/PAF.0000000000000081.

Supplementary Results
Human DNA 
Results for the quantitation carried out on DNA isolated with "Chargeswitch® Forensic DNA" are summarised in Supplementary Table S4. Shapiro test showed that data is not normally distributed (p value = 0.00037 for skin and p value = 2.2e-07 for glass), so we applied a non-parametric test (Wilcoxon) to test if the “ChargeSwitch® Forensic DNA” kit allowed significantly to extract a greater amount of DNA both for skin and for glass samples than the “QIAamp PowerFecal Pro DNA” kit. “ChargeSwitch® Forensic DNA” kit allowed to obtain a higher DNA yield from both skin (p value = 1.985e-05) and from glass (p value = 0.0013) than the “QIAamp PowerFecal Pro DNA” kit.
The Amelogenin locus and 16 additional autosomal STRs were studied for each of the 22 available samples. A genetic profile useful for identification, that means a genetic profile characterized by the typing of at least seven loci[footnoteRef:1], was obtained only for the following five samples: D-glass fingerprint, H-skin, L-glass fingerprint, M-skin, M-glass fingerprint. For only one of the 11 subjects a genetic profile was typed from both the two different sources (donor M), suggesting a potential degradation of the genetic material, also supported by the presence of allelic imbalances and locus drop-outs for high molecular weight loci in the electropherograms (data not shown) that ultimately conducted to the unsuccessful typing of the STR loci for most of the samples.
 [1:    This criterion was adopted because of the possibility of inserting a genetic profile in the Italian DNA database (DPR 7 April 2016, n. 87, art. 10, paragraph 4).] 
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Figure S1: Rarefaction curves of each Donor A) before and B) after OTU table rarefaction at 1,649, the minimum library size.
[image: ]
Figure S2: The datasets not rarefied consisted of 431 taxa, reported at order level.
Table S1: Information about sex, age, life-style, eating habits, health conditions and drugs intake of each volunteer.
	SAMPLES
	A
	B
	C
	D
	E
	F
	G
	H
	I
	L
	M

	AGE
	48
	23
	53
	66
	34
	51
	35
	63
	23
	50
	60

	SEX
	F
	F
	F
	M
	M
	M
	F
	F
	M
	M
	F

	BMI
	19,14
	21,88
	22,07
	22,40
	20,22
	27,45
	26,35
	21,60
	21,91
	21,60
	20,20

	N° OF GENERATIONS IN THE SAME REGION
	4
	3
	4
	5
	5
	5
	3
	4
	4
	5
	4

	JOB
	Employed
	Student
	Kindergarten teacher
	Manager
	Employed
	Architect
	Employed
	Freelancer
	Student
	Employed
	University Professor

	DO YOU CURRENTLY SMOKE?
	No
	No
	No
	No
	No
	No
	No
	No
	Yes
	Yes
	No

	DID YOU SMOKE IN THE PAST?
	
	
	
	Yes
	
	
	
	Yes
	
	
	

	ALCHOL INTAKE
	Yes
	Yes
	No
	No
	No
	Yes
	No
	No
	Yes
	Yes
	Yes

	EXERCISES
	Yes
	Yes
	Yes
	Yes
	Yes
	Yes
	No
	No
	Yes
	No
	No

	NATURAL BIRTH OR CAESAREAN SECTION
	Natural birth
	Natural birth
	Natural 
birth
	Natural birth
	Natural birth
	Natural
 birth
	Natural 
birth
	Natural 
birth
	Natural birth
	Natural 
birth
	Natural 
birth

	TAKING DRUGS
	No
	No
	Yes
	Si
	No
	Yes
	No
	No
	Yes
	No
	Yes

	TAKING ANTIBIOTICS IN THE LAST MONTH?
	Yes
	No
	No
	No
	No
	No
	No
	No
	Yes
	No
	No

	DISEASE
	No
	No
	No
	Yes
	Yes
	Yes
	Yes
	No
	Yes
	No
	No

	
	
	
	
	Gastritis
	Gastritis
	Hyper-cholesterolaemia
	Dehydrogenic dermatitis and mild psoriasis
	
	Anxious depressive disorders
	
	

	WASHING HANDS
	>2 h ago
	<30 min ago
	<30 min ago
	>2 h ago
	>2 h ago
	1 h ago
	1 h ago
	<30 min ago
	30-45 min ago
	30-45 min ago
	1 h ago



Table S3: List of amplicon sequence variants for each DCT along with abundance and full taxonomic lineages. Taxonomic lineages were named according to Greengenes (16S rRNA) v.13.8. Kingdom was omitted from the table. Taxa belonging to the SCM are reported in grey font. Taxa belonging to the DCM are reported in black. Taxa representing unique DCTs for each sample are represented with an asterisk in the column “uDCT” (unique DCT). The first eight bold characters per each ASV are the ones reported in Figure 2A-C (X axis).
	
	ASV
	uDCT
	SKIN
	GLASS
	Phylum
	Class
	Order
	Family
	Genus
	Species

	A

	0c579d21280801f02a641e1608606927
	
	69
	2
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Micrococcaceae
	Acaricomes
	phytoseiuli

	
	5648dccee530d68ceb3e4d7d22cf8756
	
	12
	63
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Pseudomonadaceae
	Pseudomonas
	syringae

	
	e5c19d7800b18015f3a917fc015fc42f
	
	131
	2
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Moraxellaceae
	Enhydrobacter
	aerosaccus

	
	394eda29c886632f514dd94b58381186
	
	142
	4
	Proteobacteria
	Gammaproteobacteria
	Pasteurellales
	Pasteurellaceae
	Actinobacillus
	delphinicola

	
	65d43491988bfe557da4d86a5ba25dae
	
	153
	101
	Firmicutes
	Bacilli
	Bacillales
	unidentified
	unidentified
	unidentified

	
	d46e2205f0c6ecf67b51f83d111c509c
	
	42
	1439
	Proteobacteria
	Gammaproteobacteria
	Enterobacteriales
	Enterobacteriaceae
	unidentified
	unidentified

	
	
	
	
	
	
	
	
	
	
	

	B
	0497fc0ed63c43d51efc802738c96020
	
	94
	10
	Proteobacteria
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified

	
	0c579d21280801f02a641e1608606927
	
	9
	17
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Micrococcaceae
	Acaricomes
	phytoseiuli

	
	0ed3a6836e138f14044f6950ad7280d2
	
	4
	9
	Actinobacteria
	Actinobacteria
	Actinomycetales
	unidentified
	unidentified
	unidentified

	
	2ba93b71cefb6f1f8004f084a1acb9e3
	
	2
	302
	Proteobacteria
	Alphaproteobacteria
	Rhodobacterales
	Rhodobacteraceae
	Pseudorhodobacter
	incheonensis

	
	3ebe761bfb1238c87195d431f41bf976
	
	207
	101
	Proteobacteria
	Gammaproteobacteria
	unidentified
	unidentified
	unidentified
	unidentified

	
	4f5efd25dacb5d639316e7291ff6ff8b
	
	5
	14
	Proteobacteria
	Betaproteobacteria
	Neisseriales
	Neisseriaceae
	Neisseria
	unidentified

	
	5648dccee530d68ceb3e4d7d22cf8756
	
	31
	8
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Pseudomonadaceae
	Pseudomonas
	syringae

	
	689f1824bb6bdee2c08f619da1b57eb4
	
	9
	8
	Proteobacteria
	Betaproteobacteria
	Rhodocyclales
	Rhodocyclaceae
	unidentified
	unidentified

	
	73d826dabdbddbea0bd4551bb3d87046
	
	8
	8
	Proteobacteria
	Alphaproteobacteria
	Rhodobacterales
	Rhodobacteraceae
	unidentified
	unidentified

	
	820f6693f569e339f183638cd73a7fe6
	
	21
	15
	Actinobacteria
	Actinobacteria
	Actinomycetales
	unidentified
	unidentified
	unidentified

	
	85c44c83eddc5d3028261a1000b7d0e1
	
	4
	2
	Firmicutes
	Bacilli
	Bacillales
	unidentified
	unidentified
	unidentified

	
	886813d6c66ef41ef648c9b92ffde619
	
	4
	5
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Gordoniaceae
	Millisia
	brevis

	
	0a21726cd4952a96635576553da67787
	*
	3
	10
	Bacteroidetes
	Sphingobacteriia
	Sphingobacteriales
	Sphingobacteriaceae
	Pedobacter
	unidentified

	
	0e2e91fba1ca9ed7de2d11ea4786c914
	*
	152
	47
	Proteobacteria
	Gammaproteobacteria
	unidentified
	unidentified
	unidentified
	unidentified

	
	107273e73071282e4d0f4a0b46548da5
	*
	2
	1
	Proteobacteria
	Gammaproteobacteria
	Aeromonadales
	Aeromonadaceae
	Aeromonas
	unidentified

	
	1354d8eddb9222983aca5a2fd2c6c7a5
	*
	12
	5
	Actinobacteria
	Actinobacteria
	Actinomycetales
	unidentified
	unidentified
	unidentified

	
	4bb684e7960675e87f5a42973202df18
	*
	15
	94
	Bacteroidetes
	Flavobacteriia
	Flavobacteriales
	unidentified
	unidentified
	unidentified

	
	65641452be75528754b5ae258ba661c1
	*
	3
	7
	Firmicutes
	Bacilli
	Bacillales
	unidentified
	unidentified
	unidentified

	
	69fc8436786b625796174cc7a17c9372
	*
	2
	9
	Actinobacteria
	Actinobacteria
	Actinomycetales
	unidentified
	unidentified
	unidentified

	
	7efc0824082c46de00308b234091ee1c
	*
	43
	15
	Bacteroidetes
	Flavobacteriia
	Flavobacteriales
	unidentified
	unidentified
	unidentified

	
	a56c15b953dfa4dc592395667596ee5b
	*
	18
	5
	Firmicutes
	Clostridia
	Clostridiales
	Veillonellaceae
	unidentified
	unidentified

	
	dcba105f35d8ebc9e22269c7491ad3a7
	*
	3
	11
	Proteobacteria
	Gammaproteobacteria
	Xanthomonadales
	Xanthomonadaceae
	unidentified
	unidentified

	
	f7ac327ba0db6f5e6f26c05eda217f76
	*
	58
	4
	Actinobacteria
	Actinobacteria
	Actinomycetales
	unidentified
	unidentified
	unidentified

	
	bc56a7361c9a3b49f1f1c51874321e12
	
	11
	2
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Micrococcaceae
	Kocuria
	palustris

	
	c845eda99662b5a88a8c8e979ec07dd0
	
	1
	8
	Proteobacteria
	Betaproteobacteria
	Burkholderiales
	unidentified
	unidentified
	unidentified

	
	d83f60183d81253a505beaeef3cd168f
	
	1
	9
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Micrococcaceae
	Rothia
	unidentified

	
	e5c19d7800b18015f3a917fc015fc42f
	
	19
	388
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Moraxellaceae
	Enhydrobacter
	aerosaccus

	
	f330e765325ac47997066c79007f76b7
	
	6
	12
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Dermabacteraceae
	Helcobacillus
	massiliensis

	
	f4e78e2e397dc8bd3ca2f87c245a8773
	
	16
	5
	Fusobacteria
	Fusobacteriia
	Fusobacteriales
	Fusobacteriaceae
	unidentified
	unidentified

	
	fd496fd32dc8c08ade2e8b6c9d8ee13d
	
	7
	3
	Firmicutes
	Bacilli
	Lactobacillales
	unidentified
	unidentified
	unidentified

	
	06f825b512d903b9230e1a55d87359ee
	
	51
	52
	Firmicutes
	Bacilli
	Lactobacillales
	Streptococcaceae
	Streptococcus
	agalactiae

	
	394eda29c886632f514dd94b58381186
	
	76
	75
	Proteobacteria
	Gammaproteobacteria
	Pasteurellales
	Pasteurellaceae
	Actinobacillus
	delphinicola

	
	65d43491988bfe557da4d86a5ba25dae
	
	201
	49
	Firmicutes
	Bacilli
	Bacillales
	unidentified
	unidentified
	unidentified

	
	7d78ed99b08bd1723065fdd795d17e9c
	
	29
	8
	Actinobacteria
	Actinobacteria
	Actinomycetales
	unidentified
	unidentified
	unidentified

	
	d46e2205f0c6ecf67b51f83d111c509c
	
	183
	290
	Proteobacteria
	Gammaproteobacteria
	Enterobacteriales
	Enterobacteriaceae
	unidentified
	unidentified

	
	
	
	
	
	
	
	
	
	
	

	D
	0c579d21280801f02a641e1608606927
	
	61
	50
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Micrococcaceae
	Acaricomes
	phytoseiuli

	
	4a0b292ba716582f9af46694458c0b9b
	
	2
	11
	Cyanobacteria
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified

	
	4f5efd25dacb5d639316e7291ff6ff8b
	
	18
	47
	Proteobacteria
	Betaproteobacteria
	Neisseriales
	Neisseriaceae
	Neisseria
	unidentified

	
	5648dccee530d68ceb3e4d7d22cf8756
	
	35
	8
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Pseudomonadaceae
	Pseudomonas
	syringae

	
	7d135dfbf857c62673695ef24332b100
	
	16
	14
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Micrococcaceae
	Rothia
	unidentified

	
	820f6693f569e339f183638cd73a7fe6
	
	61
	115
	Actinobacteria
	Actinobacteria
	Actinomycetales
	unidentified
	unidentified
	unidentified

	
	85c44c83eddc5d3028261a1000b7d0e1
	
	34
	12
	Firmicutes
	Bacilli
	Bacillales
	unidentified
	unidentified
	unidentified

	
	31c862c1b2e0ffdd72b11a0b50c208f6
	*
	12
	5
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified

	
	32f8fd11d2bee278d609a1d4ab767554
	*
	8
	43
	Bacteroidetes
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified

	
	77a920bd965da12d31f93c1adf2c5ea1
	*
	12
	7
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Corynebacteriaceae
	Corynebacterium
	aurimucosum

	
	7f862b96f58f9f2a310e849bd3a65069
	*
	7
	46
	Bacteroidetes
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified

	
	7fb08fa9b7b2eef6a3db57d0de769227
	*
	10
	12
	Firmicutes
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified

	
	b601b2ea2b069de7516ec6135c79ee29
	*
	249
	191
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Streptomycetaceae
	unidentified
	unidentified

	
	cdf14d2fed157f8032715a22d3bf4573
	*
	8
	27
	Bacteroidetes
	Bacteroidia
	Bacteroidales
	Prevotellaceae
	Prevotella
	intermedia

	
	e1d4f1eb76345f33375935a9f39dbde1
	*
	52
	10
	Proteobacteria
	Betaproteobacteria
	Neisseriales
	Neisseriaceae
	Neisseria
	oralis

	
	f4e78e2e397dc8bd3ca2f87c245a8773
	
	7
	57
	Fusobacteria
	Fusobacteriia
	Fusobacteriales
	Fusobacteriaceae
	unidentified
	unidentified

	
	06f825b512d903b9230e1a55d87359ee
	
	33
	73
	Firmicutes
	Bacilli
	Lactobacillales
	Streptococcaceae
	Streptococcus
	agalactiae

	
	394eda29c886632f514dd94b58381186
	
	12
	49
	Proteobacteria
	Gammaproteobacteria
	Pasteurellales
	Pasteurellaceae
	Actinobacillus
	delphinicola

	
	65d43491988bfe557da4d86a5ba25dae
	
	428
	243
	Firmicutes
	Bacilli
	Bacillales
	unidentified
	unidentified
	unidentified

	
	7d78ed99b08bd1723065fdd795d17e9c
	
	27
	33
	Actinobacteria
	Actinobacteria
	Actinomycetales
	unidentified
	unidentified
	unidentified

	
	923f521b9cf313f1f95c9367e09bbc1c
	
	24
	97
	Firmicutes
	Clostridia
	Clostridiales
	Veillonellaceae
	Anaerosinus
	glycerini

	
	d46e2205f0c6ecf67b51f83d111c509c
	
	337
	499
	Proteobacteria
	Gammaproteobacteria
	Enterobacteriales
	Enterobacteriaceae
	unidentified
	unidentified

	
	
	
	
	
	
	
	
	
	
	

	F
	2bd9309f2f97cae51d18d06ea1ca519a
	
	9
	7
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified

	
	4a0b292ba716582f9af46694458c0b9b
	
	24
	12
	Cyanobacteria
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified

	
	0920dcf0f62fb2b3ab9e32f1c4edec37
	*
	4
	28
	Proteobacteria
	Betaproteobacteria
	Burkholderiales
	Comamonadaceae
	Pelomonas
	saccharophila

	
	a6fc343dd640208ff0816cdabec0426c
	*
	22
	6
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified

	
	bc56a7361c9a3b49f1f1c51874321e12
	
	19
	16
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Micrococcaceae
	Kocuria
	palustris

	
	394eda29c886632f514dd94b58381186
	
	40
	126
	Proteobacteria
	Gammaproteobacteria
	Pasteurellales
	Pasteurellaceae
	Actinobacillus
	delphinicola

	
	65d43491988bfe557da4d86a5ba25dae
	
	402
	25
	Firmicutes
	Bacilli
	Bacillales
	unidentified
	unidentified
	unidentified

	
	7d78ed99b08bd1723065fdd795d17e9c
	
	16
	38
	Actinobacteria
	Actinobacteria
	Actinomycetales
	unidentified
	unidentified
	unidentified

	
	d46e2205f0c6ecf67b51f83d111c509c
	
	71
	1391
	Proteobacteria
	Gammaproteobacteria
	Enterobacteriales
	Enterobacteriaceae
	unidentified
	unidentified

	
	
	
	
	
	
	
	
	
	
	

	G
	0497fc0ed63c43d51efc802738c96020
	
	3
	38
	Proteobacteria
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified

	
	0ed3a6836e138f14044f6950ad7280d2
	
	16
	10
	Actinobacteria
	Actinobacteria
	Actinomycetales
	unidentified
	unidentified
	unidentified

	
	12cce8ca5e275a68b2b5e8c48510e075
	
	52
	34
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Moraxellaceae
	Psychrobacter
	unidentified

	
	2ba93b71cefb6f1f8004f084a1acb9e3
	
	28
	4
	Proteobacteria
	Alphaproteobacteria
	Rhodobacterales
	Rhodobacteraceae
	Pseudorhodobacter
	incheonensis

	
	3ebe761bfb1238c87195d431f41bf976
	
	299
	58
	Proteobacteria
	Gammaproteobacteria
	unidentified
	unidentified
	unidentified
	unidentified

	
	41f3f39a0335a7392afa80327caf0f77
	
	6
	12
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified

	
	5648dccee530d68ceb3e4d7d22cf8756
	
	21
	34
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Pseudomonadaceae
	Pseudomonas
	syringae

	
	0e2d370f860f8262fe2d1fd778dd030f
	*
	17
	14
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Corynebacteriaceae
	Corynebacterium
	unidentified

	
	6e1c4e6bb65a9ae6e6ef9e93c6d063f3
	*
	9
	11
	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Methylobacteriaceae
	unidentified
	unidentified

	
	e5c19d7800b18015f3a917fc015fc42f
	
	14
	113
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Moraxellaceae
	Enhydrobacter
	aerosaccus

	
	06f825b512d903b9230e1a55d87359ee
	
	25
	99
	Firmicutes
	Bacilli
	Lactobacillales
	Streptococcaceae
	Streptococcus
	agalactiae

	
	394eda29c886632f514dd94b58381186
	
	16
	25
	Proteobacteria
	Gammaproteobacteria
	Pasteurellales
	Pasteurellaceae
	Actinobacillus
	delphinicola

	
	65d43491988bfe557da4d86a5ba25dae
	
	57
	203
	Firmicutes
	Bacilli
	Bacillales
	unidentified
	unidentified
	unidentified

	
	7d78ed99b08bd1723065fdd795d17e9c
	
	10
	338
	Actinobacteria
	Actinobacteria
	Actinomycetales
	unidentified
	unidentified
	unidentified

	
	923f521b9cf313f1f95c9367e09bbc1c
	
	22
	9
	Firmicutes
	Clostridia
	Clostridiales
	Veillonellaceae
	Anaerosinus
	glycerini

	
	d46e2205f0c6ecf67b51f83d111c509c
	
	383
	647
	Proteobacteria
	Gammaproteobacteria
	Enterobacteriales
	Enterobacteriaceae
	unidentified
	unidentified

	
	
	
	
	
	
	
	
	
	
	

	H
	0c579d21280801f02a641e1608606927
	
	2
	5
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Micrococcaceae
	Acaricomes
	phytoseiuli

	
	85c44c83eddc5d3028261a1000b7d0e1
	
	57
	5
	Firmicutes
	Bacilli
	Bacillales
	unidentified
	unidentified
	unidentified

	
	fd496fd32dc8c08ade2e8b6c9d8ee13d
	
	39
	10
	Firmicutes
	Bacilli
	Lactobacillales
	unidentified
	unidentified
	unidentified

	
	06f825b512d903b9230e1a55d87359ee
	
	435
	4
	Firmicutes
	Bacilli
	Lactobacillales
	Streptococcaceae
	Streptococcus
	agalactiae

	
	65d43491988bfe557da4d86a5ba25dae
	
	122
	99
	Firmicutes
	Bacilli
	Bacillales
	unidentified
	unidentified
	unidentified

	
	d46e2205f0c6ecf67b51f83d111c509c
	
	80
	1523
	Proteobacteria
	Gammaproteobacteria
	Enterobacteriales
	Enterobacteriaceae
	unidentified
	unidentified

	
	
	
	
	
	
	
	
	
	
	

	I
	12cce8ca5e275a68b2b5e8c48510e075
	
	5
	2
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Moraxellaceae
	Psychrobacter
	unidentified

	
	2ba93b71cefb6f1f8004f084a1acb9e3
	
	10
	15
	Proteobacteria
	Alphaproteobacteria
	Rhodobacterales
	Rhodobacteraceae
	Pseudorhodobacter
	incheonensis

	
	689f1824bb6bdee2c08f619da1b57eb4
	
	1
	26
	Proteobacteria
	Betaproteobacteria
	Rhodocyclales
	Rhodocyclaceae
	unidentified
	unidentified

	
	820f6693f569e339f183638cd73a7fe6
	
	72
	8
	Actinobacteria
	Actinobacteria
	Actinomycetales
	unidentified
	unidentified
	unidentified

	
	e5c19d7800b18015f3a917fc015fc42f
	
	18
	63
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Moraxellaceae
	Enhydrobacter
	aerosaccus

	
	65d43491988bfe557da4d86a5ba25dae
	
	315
	103
	Firmicutes
	Bacilli
	Bacillales
	unidentified
	unidentified
	unidentified

	
	d46e2205f0c6ecf67b51f83d111c509c
	
	42
	1415
	Proteobacteria
	Gammaproteobacteria
	Enterobacteriales
	Enterobacteriaceae
	unidentified
	unidentified

	
	
	
	
	
	
	
	
	
	
	

	L
	12cce8ca5e275a68b2b5e8c48510e075
	
	4
	26
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Moraxellaceae
	Psychrobacter
	unidentified

	
	41f3f39a0335a7392afa80327caf0f77
	
	21
	101
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified

	
	820f6693f569e339f183638cd73a7fe6
	
	20
	6
	Actinobacteria
	Actinobacteria
	Actinomycetales
	unidentified
	unidentified
	unidentified

	
	886813d6c66ef41ef648c9b92ffde619
	
	10
	12
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Gordoniaceae
	Millisia
	brevis

	
	10b890326e2b0b15509aefb95d0d6b79
	*
	1
	40
	Bacteroidetes
	Sphingobacteriia
	Sphingobacteriales
	Sphingobacteriaceae
	Pedobacter
	unidentified

	
	78db7fa6b16b73b101fbb8b282b5330e
	*
	19
	12
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Pseudomonadaceae
	Pseudomonas
	unidentified

	
	8d703908c09c7cb0da2a4398dd74f9f8
	*
	1
	8
	Firmicutes
	Clostridia
	Clostridiales
	Peptostreptococcaceae
	unidentified
	unidentified

	
	92f1720367db58c68a96eceb9feb416a
	*
	1
	13
	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Methylobacteriaceae
	unidentified
	unidentified

	
	a0da905b7974c508f32fe0aeabf7cd0c
	*
	6
	10
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Dietziaceae
	unidentified
	unidentified

	
	b022b5312f30be684bdd2cc66030dea5
	*
	1
	2
	Firmicutes
	Clostridia
	Clostridiales
	Veillonellaceae
	Anaerosinus
	glycerini

	
	d7c175c5b206160e3c14ffd3ae2019d7
	*
	2
	29
	Proteobacteria
	Gammaproteobacteria
	Vibrionales
	Pseudoalteromonadaceae
	Pseudoalteromonas
	ruthenica

	
	dfca81dbcb380068413ca7c1236e7dd1
	*
	2
	6
	Firmicutes
	Bacilli
	Bacillales
	Staphylococcaceae
	Macrococcus
	brunensis

	
	65d43491988bfe557da4d86a5ba25dae
	
	994
	716
	Firmicutes
	Bacilli
	Bacillales
	unidentified
	unidentified
	unidentified

	
	7d78ed99b08bd1723065fdd795d17e9c
	
	62
	224
	Actinobacteria
	Actinobacteria
	Actinomycetales
	unidentified
	unidentified
	unidentified

	
	d46e2205f0c6ecf67b51f83d111c509c
	
	179
	429
	Proteobacteria
	Gammaproteobacteria
	Enterobacteriales
	Enterobacteriaceae
	unidentified
	unidentified

	
	
	
	
	
	
	
	
	
	
	

	M
	0c579d21280801f02a641e1608606927
	
	87
	12
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Micrococcaceae
	Acaricomes
	phytoseiuli

	
	0ed3a6836e138f14044f6950ad7280d2
	
	9
	5
	Actinobacteria
	Actinobacteria
	Actinomycetales
	unidentified
	unidentified
	unidentified

	
	2bd9309f2f97cae51d18d06ea1ca519a
	
	11
	228
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified
	unidentified

	
	3ebe761bfb1238c87195d431f41bf976
	
	25
	39
	Proteobacteria
	Gammaproteobacteria
	unidentified
	unidentified
	unidentified
	unidentified

	
	4f5efd25dacb5d639316e7291ff6ff8b
	
	145
	81
	Proteobacteria
	Betaproteobacteria
	Neisseriales
	Neisseriaceae
	Neisseria
	unidentified

	
	5648dccee530d68ceb3e4d7d22cf8756
	
	2
	1
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Pseudomonadaceae
	Pseudomonas
	syringae

	
	73d826dabdbddbea0bd4551bb3d87046
	
	2
	13
	Proteobacteria
	Alphaproteobacteria
	Rhodobacterales
	Rhodobacteraceae
	unidentified
	unidentified

	
	7d135dfbf857c62673695ef24332b100
	
	19
	9
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Micrococcaceae
	Rothia
	unidentified

	
	85c44c83eddc5d3028261a1000b7d0e1
	
	12
	26
	Firmicutes
	Bacilli
	Bacillales
	unidentified
	unidentified
	unidentified

	
	224102d609b83a172b11bd9115107f16
	*
	5
	5
	Bacteroidetes
	Bacteroidia
	Bacteroidales
	unidentified
	unidentified
	unidentified

	
	29fbc7e5021229480248fa7466a499a2
	*
	40
	10
	Firmicutes
	Bacilli
	Lactobacillales
	Aerococcaceae
	Abiotrophia
	defectiva

	
	2f3da68606254b35e1d68615524c6815
	*
	2
	4
	Bacteroidetes
	Flavobacteriia
	Flavobacteriales
	Flavobacteriaceae
	unidentified
	unidentified

	
	455219eeb206cd432bf64f51159e0b4c
	*
	8
	1
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Corynebacteriaceae
	Corynebacterium
	renale

	
	768df033a193663e6e7d80b72ac32035
	*
	15
	4
	Bacteroidetes
	Flavobacteriia
	Flavobacteriales
	Flavobacteriaceae
	unidentified
	unidentified

	
	86748e6e46eddb955f6918863b3cf191
	*
	38
	149
	Firmicutes
	Bacilli
	Bacillales
	Bacillaceae
	unidentified
	unidentified

	
	945184b6386c192c0066e0a98a154780
	*
	16
	48
	Proteobacteria
	Gammaproteobacteria
	Enterobacteriales
	Enterobacteriaceae
	unidentified
	unidentified

	
	98bcf713cdab713b589f72f2ebcef570
	*
	2
	6
	Firmicutes
	Clostridia
	Clostridiales
	Peptostreptococcaceae
	Filifactor
	unidentified

	
	9d5054752ed33d6a22bd0f96b5618b1c
	*
	2
	14
	Bacteroidetes
	Bacteroidia
	Bacteroidales
	Marinilabiaceae
	Cytophaga
	xylanolytica

	
	a1b31da3a50890aadc04fca003e3e007
	*
	11
	6
	Firmicutes
	Bacilli
	Lactobacillales
	Streptococcaceae
	Streptococcus
	unidentified

	
	ab4040fe8717efa3f115680ae82cd72a
	*
	2
	69
	Firmicutes
	Clostridia
	Clostridiales
	Lachnospiraceae
	unidentified
	unidentified

	
	c22b16cc6108c04f29fea3b6d4c81571
	*
	19
	5
	Proteobacteria
	Gammaproteobacteria
	unidentified
	unidentified
	unidentified
	unidentified

	
	d7926eba30ca0f01bac6fc5d090e9ab9
	*
	7
	6
	Bacteroidetes
	Flavobacteriia
	Flavobacteriales
	Flavobacteriaceae
	unidentified
	unidentified

	
	def5b6d8524e4fc6941620c712f1074d
	*
	1
	5
	Bacteroidetes
	Bacteroidia
	Bacteroidales
	Prevotellaceae
	Prevotella
	nanceiensis

	
	c845eda99662b5a88a8c8e979ec07dd0
	
	3
	21
	Proteobacteria
	Betaproteobacteria
	Burkholderiales
	unidentified
	unidentified
	unidentified

	
	d83f60183d81253a505beaeef3cd168f
	
	18
	11
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Micrococcaceae
	Rothia
	unidentified

	
	e5c19d7800b18015f3a917fc015fc42f
	
	2
	1
	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Moraxellaceae
	Enhydrobacter
	aerosaccus

	
	f330e765325ac47997066c79007f76b7
	
	9
	4
	Actinobacteria
	Actinobacteria
	Actinomycetales
	Dermabacteraceae
	Helcobacillus
	massiliensis

	
	f4e78e2e397dc8bd3ca2f87c245a8773
	
	11
	2
	Fusobacteria
	Fusobacteriia
	Fusobacteriales
	Fusobacteriaceae
	unidentified
	unidentified

	
	fd496fd32dc8c08ade2e8b6c9d8ee13d
	
	14
	39
	Firmicutes
	Bacilli
	Lactobacillales
	unidentified
	unidentified
	unidentified

	
	06f825b512d903b9230e1a55d87359ee
	
	177
	128
	Firmicutes
	Bacilli
	Lactobacillales
	Streptococcaceae
	Streptococcus
	agalactiae

	
	394eda29c886632f514dd94b58381186
	
	84
	107
	Proteobacteria
	Gammaproteobacteria
	Pasteurellales
	Pasteurellaceae
	Actinobacillus
	delphinicola

	
	65d43491988bfe557da4d86a5ba25dae
	
	431
	227
	Firmicutes
	Bacilli
	Bacillales
	unidentified
	unidentified
	unidentified

	
	7d78ed99b08bd1723065fdd795d17e9c
	
	61
	3
	Actinobacteria
	Actinobacteria
	Actinomycetales
	unidentified
	unidentified
	unidentified

	
	923f521b9cf313f1f95c9367e09bbc1c
	
	35
	50
	Firmicutes
	Clostridia
	Clostridiales
	Veillonellaceae
	Anaerosinus
	glycerini

	
	d46e2205f0c6ecf67b51f83d111c509c
	
	91
	306
	Proteobacteria
	Gammaproteobacteria
	Enterobacteriales
	Enterobacteriaceae
	unidentified
	unidentified





Table S4. Quantitation results in ng/µL for each sample extracted with “ChargeSwitch® Forensic DNA” kit.
	SAMPLES
	“ChargeSwitch® Forensic DNA” (for human DNA)

	
	SKIN (ng/µL)
	GLASS-FINGERPRINT (ng/µL)

	A
	6.3
	13.2

	B
	10.2
	7.7

	C
	6.6
	24.7

	D
	11.7
	21.2

	E
	19.2
	6.8

	F
	24.8
	8.0

	G
	11.0
	9.3

	H
	8.0
	13.8

	I
	21.0
	10.3

	L
	28.4
	4.5

	M
	7.9
	6.7
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